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APPLICANT: NAG AT A, Shigekazu 
YATOMI, Takehiro 
SUDA, Takashi 

TITLE OF INVENTION: PROPHYLACTIC /THERAPEUTIC AGENT 
FILE REFERENCE: 1110-0307P 
CURRENT APPLICATION NUMBER: 10/084,139 
CURRENT FILING DATE: 2002-12-09 
NUMBER OF SEQ ID NOS : 12 



12/26/2002 
15:11:55 



14 

16 <170> SOFTWARE: Patentln Ver. 2.0 
18 <210> SEQ ID NO: 1 
LENGTH: 381 
TYPE: DNA 
ORGANISM: Mus 
FEATURE : 
<221> NAME /KEY : CDS 
<222> LOCATION: (1) 



19 
20 
21 
23 
24 
25 



<211> 
<212> 
<213> 
<220> 



sp 



(381) 



27 <400> SEQUENCE: 1 



28 


atg 


atg 


tec 


tct 


get 


cag 


ttc 


ctt 


ggt 


etc 


ctg 


ttg 


etc 


tgt 


ttt 


caa 


48 


29 


Met 


Met 


Ser 


Ser 


Ala 


Gin 


Phe 


Leu 


Gly 


Leu 


Leu 


Leu 


Leu 


Cys 


Phe 


Gin . 




30 


1 








5 










10 










15 






32 


ggt 


acc 


aga 


tgt 


gat 


ate 


cag 


atg 


aca 


cag 


act 


aca 


tec 


tec 


ctg 


tct 


96 


33 


Gly 


Thr 


Arg 


Cys 


Asp 


He 


Gin 


Met 


Thr 


Gin 


Thr 


Thr 


Ser 


Ser 


Leu 


Ser 




34 








20 










25 










30 








36 


gcc 


tct 


ctg 


gga 


gac 


aga 


gtc 


acc 


ate 


agt 


tgc 


agg 


gcc 


agt 


cag 


gac 


144 


37 


Ala 


Ser 


Leu 


Gly 


Asp 


Arg 


Val 


Thr 


He 


Ser 


Cys 


Arg Ala 


Ser 


Gin 


Asp 




38 






35 










40 










45 










40 


att 


age 


aat 


tat 


tta 


aac 


tgg 


tat 


cag 


cag 


aaa 


cca 


gat 


gga 


act 


gtt 


192 


41 


lie 


Ser 


Asn 


Tyr 


Leu 


Asn 


Trp 


Tyr 


Gin 


Gin 


Lys 


Pro 


Asp 


Gly 


Thr 


Val 




42 




50 










55 










60 












44 


aaa 


etc 


ctg 


ate 


tac 


tac 


aca 


tea 


aga 


tta 


cac 


tea 


gga 


gtc 


cca 


tea 


240 


45 


Lys 


Leu 


Leu 


He 


Tyr 


Tyr 


Thr 


Ser 


Arg 


Leu 


His 


Ser 


Gly Val 


Pro 


Ser 




46 


65 










70 










75 










80 




48 


agg 


ttc 


agt 


ggc 


agt 


ggg 


tct 


ggg 


aca 


aat 


tat 


tct 


etc 


acc 


att 


age 


288 


49 


Arg 


Phe 


Ser 


Gly 


Ser 


Gly 


Ser 


Gly 


Thr 


Asn 


Tyr 


Ser 


Leu 


Thr 


He 


Ser 




50 










85 










90 










95 






52 


aac 


ctg 


gaa 


caa 


gga 


gat 


att 


gcc 


act 


tac 


ttt 


tgc 


caa 


cag 


ggt 


agt 


336 


53 


Asn 


Leu 


Glu 


Gin 


Gly 


Asp 


He 


Ala 


Thr 


Tyr 


Phe 


Cys 


Gin 


Gin 


Gly 


Ser 




54 








100 










105 










110 








56 


acg 


ctt 


ccg 


tgg 


acg 


ttc 


ggt 


gga 


ggc 


acc 


aag 


ctg 


gaa 


ate 


aaa 




381 


57 


Thr 


Leu 


Pro 


Trp 


Thr 


Phe 


Gly 


Gly 


Gly 


Thr 


Lys 


Leu 


Glu 


He 


Lys 






58 






115 










120 










125 











61 <210> SEQ ID NO: 2 

62 <211> LENGTH: 127 
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63 <212> TYPE: PRT 

64 <213> ORGANISM: Mus sp. 
66 <400> SEQUENCE: 2 



67 


Met 


Met 


Ser 


Ser 


Ala Gin 


Phe 


Leu 


Glv 


Leu 


Leu 


Leu 


Leu 


Cys 


Phe 


Gin 


68 


1 








5 








10 










15 




70 


Gly 


Thr 


Arg 


Cys 


Asp He 


Gin 


Met 


Thr 


Gin 


Thr 


Thr 


Ser 


Ser 


Leu 


Ser 


71 








20 








25 










30 






73 


Ala 


Ser 


Leu 


Gly 


Asp Arg 


Val 


Thr 


He 


Ser 


Cys 


Arg 


Ala 


Ser 


Gin 


Asp 


74 






35 








40 










45 








76 


He 


Ser 


Asn 


Tyr 


Leu Asn 


Trp 


Tyr 


Gin 


Gin 


Lys 


Pro 


Asp 


Gly 


Thr 


Val 


77 




50 








55 










60 










79 


Lys 


Leu 


Leu 


He 


Tyr Tyr 


Thr 


Ser 


Arg 


Leu 


His 


Ser 


Gly 


Val 


Pro 


Ser 


80 


65 








70 










75 










80 


82 


Arg 


Phe 


Ser 


Gly 


Ser Gly 


Ser 


Gly 


Thr 


Asn 


Tyr 


Ser 


Leu 


Thr 


lie 


Ser 


83 










85 








90 










95 




85 


Asn 


Leu 


Glu 


Gin 


Gly Asp 


He 


Ala 


Thr 


Tyr 


Phe 


Cys 


Gin 


Gin 


Gly 


Ser 


86 








100 








105 










110 






88 


Thr 


Leu 


Pro 


Trp 


Thr Phe 


Gly 


Gly 


Gly 


Thr 


Lys 


Leu 


Glu 


He 


Lys 




89 






115 








120 










125 









92 <210> SEQ ID NO: 3 

93 <211> LENGTH: 408 

94 <212> TYPE: DNA 

95 <213> ORGANISM: Mus sp . 

97 <220> FEATURE: 

98 <221> NAME /KEY : CDS 

99 <222> LOCATION: (1) . . (408) 
101 <400> SEQUENCE: 3 



102 


atg 


gat 


tgg 


gtg 


tgg 


acc 


ttg 


eta 


ttc 


ctg 


ata 


gca 


get 


gcc 


caa 


agt 


48 


103 


Met 


Asp 


Trp 


Val 


Trp 


Thr 


Leu 


Leu 


Phe 


Leu 


He 


Ala 


Ala 


Ala 


Gin 


Ser 




104 


1 








5 










10 










15 






106 


gcc 


caa 


gca 


cag 


ate 


cag 


ttg 


gtg 


cag 


tct 


gga 


cct 


gag 


ctg 


aag 


aag 


96 


107 


Ala 


Gin 


Ala 


Gin 


He 


Gin 


Leu 


Val 


Gin 


Ser 


Gly 


Pro 


Glu 


Leu 


Lys 


Lys 




108 








20 










25 










30 








110 


cct 


gga 


gag 


aca 


gtc 


aag 


ate 


tec 


tgc 


aag 


get 


tct 


ggg 


tat 


acc 


ttc 


144 


111 


Pro 


Gly 


Glu 


Thr 


Val 


Lys 


lie 


Ser 


Cys 


Lys 


Ala 


Ser 


Gly 


Tyr 


Thr 


Phe 




112 






35 










40 










45 










114 


aca 


gaa 


tat 


cca 


atg 


cac 


tgg 


gtg 


aag 


cag 


get 


cca 


gga 


aag 


ggt 


ttc 


192 


115 


Thr 


Glu 


Tyr 


Pro 


Met 


His 


Trp 


Val 


Lys 


Gin 


Ala 


Pro 


Gly 


Lys 


Gly 


Phe 




116 




50 










55 










60 












118 


aag 


tgg 


atg 


ggc 


atg 


ata 


tac 


acc 


gac 


act 


gga 


gag 


cca 


tea 


tat 


get 


240 


119 


Lys 


Trp 


Met 


Gly 


Met 


lie 


Tyr 


Thr 


Asp 


Thr 


Gly 


Glu 


Pro 


Ser 


Tyr 


Ala 




120 


65 










70 










75 










80 




122 


gaa 


gag 


ttc 


aag 


ggg 


egg 


ttt 


gcc 


ttc 


tct 


ttg 


gag 


acc 


tct 


gcc 


age 


288 


123 


Glu 


Glu 


Phe 


Lys 


Gly Arg 


Phe 


Ala 


Phe 


Ser 


Leu 


Glu 


Thr 


Ser 


Ala 


Ser 




124 










85 










90 










95 






126 


act 


gcc 


tat 


ttg 


cag 


ate 


aac 


ttc 


etc 


aaa 


aat 


gag 


gac 


acg 


get 


aca 


336 


127 


Thr 


Ala 


Tyr 


Leu 


Gin 


He 


Asn 


Phe 


Leu 


Lys 


Asn 


Glu 


Asp 


Thr 


Ala 


Thr 




128 








100 










105 










110 








130 


tat 


ttc 


tgt 


gta 


aga 


ttt 


tac 


tgg 


gat 


tac 


ttt 


gac 


tac 


tgg 


ggc 


caa 


384 
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131 Tyr Phe Cys Val Arg Phe Tyr Trp Asp Tyr Phe Asp Tyr Trp Gly Gin 

132 115 120 125 

134 ggc acc act etc aca gtc tec tea 408 

135 Gly Thr Thr Leu Thr Val Ser Ser 

136 130 135 

139 <210> SEQ ID NO: 4 

140 <211> LENGTH: 136 

141 <212> TYPE: PRT 

142 <213> ORGANISM: Mus sp. 

144 <400> SEQUENCE: 4 

145 Met Asp Trp Val Trp Thr Leu Leu Phe Leu lie Ala Ala Ala Gin Ser 

146 15 10 15 

148 Ala Gin Ala Gin lie Gin Leu Val Gin Ser Gly Pro Glu Leu Lys Lys 

149 20 25 30 

151 Pro Gly Glu Thr Val Lys He Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

152 35 40 45 

154 Thr Glu Tyr Pro Met His Trp Val Lys Gin Ala Pro Gly Lys Gly Phe 

155 50 55 60 

157 Lys Trp Met Gly Met He Tyr Thr Asp Thr Gly Glu Pro Ser Tyr Ala 

158 65 70 75 80 

160 Glu Glu Phe Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser 

161 85 90 95 

163 Thr Ala Tyr Leu Gin He Asn Phe Leu Lys Asn Glu Asp Thr Ala Thr 

164 100 105 110 

166 Tyr Phe Cys Val Arg Phe Tyr Trp Asp Tyr Phe Asp Tyr Trp Gly Gin 

167 115 120 125 

169 Gly Thr Thr Leu Thr Val Ser Ser 

170 130 135 

173 <210> SEQ ID NO: 5 

174 <211> LENGTH: 381 

175 <212> TYPE: DNA 



176 


<213> ORGANISM: 


Homo 


sapiens 




















178 


<220> FEATURE: 


























179 


<221> NAME/KEY: 


CDS 
























180 


<222> LOCATION: 


(1) - 


. (381) 




















182 


<400> SEQUENCE: 


5 
























183 


atg 


gag 


acc 


gat 


acc 


etc 


ctg 


eta 


tgg 


gtc 


etc 


ctg 


eta 


tgg 


gtc 


cca 


184 


Met 


Glu 


Thr 


Asp 


Thr 


Leu 


Leu 


Leu 


Trp 


Val 


Leu 


Leu 


Leu 


Trp 


Val 


Pro 


185 


1 






5 










10 










15 


tct 


187 


gga 


tea 


acc 


gga 


gat 


att 


cag 


atg 


acc 


cag 


agt 


ccg 


teg 


acc 


etc 


188 


Gly 


Ser 


Thr 


Gly 


Asp 


He 


Gin 


Met 


Thr 


Gin 


Ser 


Pro 


Ser 


Thr 


Leu 


Ser 


189 






20 










25 










30 






191 


get 


age 


gtc 


ggg 


gat 


agg 


gtc 


acc 


ata 


act 


tgc 


agg 


gca 


agt 


cag 


gac 


192 


Ala 


Ser 


Val 


Gly 


Asp 


Arg 


Val 


Thr 


He 


Thr 


Cys 


Arg 


Ala 


Ser 


Gin 


Asp 


193 






35 










40 










45 








195 


att 


teg 


aat 


tat 


tta 


aac 


tgg 


tat 


cag 


cag 


aag 


cca 


ggc 


aaa 


get 


ccc 


196 


He 


Ser 


Asn 


Tyr 


Leu 


Asn 


Trp 


Tyr 


Gin 


Gin 


Lys 


Pro 


Gly 


Lys 


Ala 


Pro 


197 




50 










55 










60 










199 


aag 


ctt 


eta 


att 


tat 


tac 


aca 


tea 


aga 


tta 


cac 


tea 


ggg 


gta 


cct 


tea 



48 



96 



144 



192 



240 
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200 


Lys Leu Leu lie 


Tyr 


Tvr 


Thr 


Ser 


Ara 


Leu 


His 


Ser 


Glv 


Val 


Pro 


Ser 

Km/ 


/L\J± 


65 




70 










75 










80 


/L Vj O 


cgc ttc agt ggc 


agt 


gga 


tct 


ggg 


CI ^ 


Pi ri t" 


tat 


O w v_« 


Pt" C 


U \^ Ci 


ate 


tea 


Z. \J 4 


Arg Phe Ser Gly 


Ser 


Gly 


Ser 


Gly 


Th r 


Asn 


Tvr 


Th r 


T iPii 


Thr 

X 1 11 


He 

_L J_ V^. 


Ser 

kJ j_ 


0 H S 




85 










go 














z u / 


agt ctg cag cca 


gat 


gat 


ttc 


gcc 


Cl V-» u 


1" AT 


Lit 


"t~ rro 




parr 




a rr +* 


z u o 


Ser Leu Gin Pro 


Asp 


Asp 


Phe 


Ala 


Thr 


Tvr 


Ph^ 


t. y o 


Gl n 




Gl v 


Qpr 

JC J- 


o n q 
zuy 


100 










ins 










1 1 f) 






911 
Z X 1 


acg ctt ccg tgg acg 


ttc 


ggt 


cag 


ggg 




a ;3 rr 


gtg 


gag 




acxa 




Z 1Z 


Thr Leu Pro Trp 


Thr 


Phe 


Gly Gin 


\j± y 


i nr 


L.ys 


Val 


Glu 


Va 1 
val 


T \7C 

iiy^> 




Z J- O 


115 








120 










125 








Z I D 


<210> SEQ ID NO: 


6 
























0 1*7 

Z JL / 


<211> LENGTH: 127 
























Z 1 o 


<212> TYPE: PRT 


























Z JL 


<213> ORGANISM: 


Homo sapiens 


















ZZ I 


<400> SEQUENCE: 


6 
























ZzZ 


Met Glu Thr Asp 


Thr 


Leu 


Leu 


Leu 


irp 


v ax 


ijeu 


Leu 


Leu 


T m 

irp 


Val 


ri U 


o o o 
ZZ J 


1 


5 










1 U 










i 

1 D 




o O c; 
ZZO 


Gly Ser Thr Gly Asp 


He 


Gin 


Met 


i nr 


uin 


C /-} >~ 


Pro 


Ser 


TH r~ 

i nx 


T nn 

lieu 


Cor* 
JCl 


1 1 (Z 

zz b 


20 










o ^ 

Z D 
















Zz o 


Ala Ser Val Gly Asp Arg 


Val 


Thr 


T1 ^ 

116 


TH v 

i nr 


byb 


Arg Ala 


On -r 


bill 


rlbp 


zz y 


35 








40 










45 








Z *3 1 


lie Ser Asn Tyr 


Leu 


Asn 


Trp 


Tyr 


Pi r> 

bin 


bin 


j_iy b 


Pro 


Gly 


iiy i> 


& 1 3i 
nld 


r 1 CJ 


o *3 o 

Z JZ 


50 






55 










60 










Z J 4 


Lys Leu Leu lie 


Tyr 


Tyr 


Thr 


Ser 


7\ /~*r 

Hxg 


Leu 


nis 


Ser 


Gly 


V ell 


D rri 
cIO 


C cs v> 


O ^ c; 
Z J O 


65 




70 




















o u 


Z J / 


Arg Phe Ser Gly 


Ser 


Gly 


Ser 


Gly 


T H v 

i nr 


7\ o T") 


T\7 v 

lyr 


Thr 


Leu 


Th r~ 
1 ill 


Tip 
11c 




Zoo 




85 




















95 




9/i n 

Z 4 u 


Ser Leu Gin Pro 


Asp Asp 


Phe 


Ala 


Thr 
i in 


i yi 


Php 

rue 


Cys 


Gin 


Gl n 


Glv 


Ser 

UCl 


O A 1 

Z 4 I 


100 










ins 

IUj 










1 1 n 

1 1 u 






9 / ^ 
Z 4 o 


Thr Leu Pro Trp 


Thr 


Phe 


Gly 


Gin 


va _L _y 


Th y* 
1 III. 


T WQ 

iiyt» 


Val 


Glu 


V d _L 








115 








120 










125 








0/17 
Z4 / 


<210> SEQ ID NO: 


7 
























9 4 Q 
Z 4 O 


<211> LENGTH: 408 
























9 4 Q 

Z, 4 _/ 


<212> TYPE: DNA 


























9 

z o u 


<213> ORGANISM: 


Homo sapiens 


















o c o 

zoz 


<220> FEATURE: 


























253 


<221> NAME/KEY: 


CDS 
























254 


<222> LOCATION: 


(1) 


. . (408) 




















256 


<4 00> SEQUENCE: 


7 
























257 


atg gat tgg gtg 


tgg 


acc 


ttg 


eta 


ttc 


ctg 


ata 


get 


gca 


gcc 


caa 


agt 


- 258 


Met Asp Trp Val 


Trp 


Thr 


Leu 


Leu 


Phe 


Leu 


He 


Ala 


Ala 


Ala 


Gin 


Ser 


259 


1 


5 










10 










15 




261 


gcc caa gca cag 


gtc 


cag 


ttg 


gtg 


cag 


tct 


gga 


get 


gag 


gtg 


aag 


aag 


262 


Ala Gin Ala Gin 


Val 


Gin 


Leu 


Val 


Gin 


Ser 


Gly Ala 


Glu 


Val 


Lys 


Lys 


263 


20 










25 










30 






265 


cct gga age tea 


gtc 


aag 


gtg 


tec 


tgc 


aaa 


get 


tct 


ggg 


tat 


acc 


ttc 


266 


Pro Gly Ser Ser 


Val 


Lys 


Val 


Ser 


Cys 


Lys 


Ala 


Ser 


Gly 


Tyr 


Thr 


Phe 


267 


35 








40 










45 









288 



336 



381 



48 



96 



144 
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o a o. 


aca 


gaa 


4 .4- 

l6l 


cca 


dig 


cac 


tgg 


4~ ry 


dyd 


c* a rt 
Lay 


get 


cca 


gga 


udy 




r r r 


192 


Z / v 


i nr 


pi n 

laJ_U 


lyr 


riO 


1X1 en 


tlX 5 


irp 


Vdl 


arg 




Ala 


Pro 




m n 

uill 




Phe 




o n i 
Z / L 




D U 




















60 












O T *D 


aag 


tgg 


atg 




atg 


a Ld 


tac 


acc 


gac 


• — v 4~ 


gga 


gag 


tud 


LLd 


tat 


get 


9 AO 

Z. *i \J 


Z / 4 


j_iyS 


irp 


LYie L 


o± y 




X JL fc2 


Twr 

iyr 


T Y\ r* 


7\ OK^l 




Gly Glu 


Pro 

r j. w 


OCX 


Tyr 


Ala 




O 1 c 

2 /o 


bo 










/ u 










75 










80 




277 


gaa 


gag 


ttc 


aag 


gga 


egg 


ttt 


aca 


ttc 


act 


ttg 


gac 


acc 


tct 


acc 


aac 


OQQ 
ZOO 


278 


Glu 


Glu 


Phe 


Lys 


Gly 


Arg 


Phe 


Thr 


Phe 


Thr 


Leu 


Asp 


Thr 


Ser 


Thr 


Asn 




279 










85 










90 










95 






281 


act 


gcc 


tat 


atg 


gag 


etc 


age 


tct 


etc 


agg 


tct 


gag 


gac 


acg 


get 


gtc 


336 


282 


Thr 


Ala 


Tyr 


Met 


Glu 


Leu 


Ser 


Ser 


Leu 


Arg 


Ser 


Glu 


Asp 


Thr 


Ala 


Val 




283 








100 










105 










110 








285 


tat 


tac 


tgt 


gta 


aga 


ttt 


tac 


tgg 


gat 


tac 


ttt 


gac 


tac 


tgg 


ggt 


caa 


384 


286 


Tyr 


Tyr 


Cys 


Val 


Arg 


Phe 


Tyr 


Trp 


Asp 


Tyr 


Phe 


Asp 


Tyr 


Trp 


Gly Gin 




287 






115 










120 










125 










289 


ggt 


acc 


ctg 


gtc 


aca 


gtc 


tec 


tea 


















408 


290 


Gly 


Thr 


Leu 


Val 


Thr 


Val 


Ser 


Ser 




















291 




130 










135 























294 <210> SEQ ID NO: 8 

295 <211> LENGTH: 136 

296 <212> TYPE: PRT 

297 <213> ORGANISM: Homo sapiens 
299 <400> SEQUENCE: 8 



300 


Met 


Asp 


Trp 


Val 


Trp 


Thr 


Leu 


Leu 


Phe 


Leu 


He Ala 


Ala 


Ala 


Gin 


Ser 


301 


1 








5 










10 








15 




303 


Ala 


Gin 


Ala 


Gin 


Val 


Gin 


Leu 


Val 


Gin 


Ser 


Gly Ala 


Glu 


Val 


Lys 


Lys 


304 








20 










25 








30 






306 


Pro 


Gly 


Ser 


Ser 


Val 


Lys 


Val 


Ser 


Cys 


Lys 


Ala Ser 


Gly 


Tyr 


Thr 


Phe 


307 






35 










40 








45 








309 


Thr 


Glu 


Tyr 


Pro 


Met 


His 


Trp 


Val 


Arg 


Gin 


Ala Pro 


Gly 


Gin 


Gly 


Phe 


310 




50 










55 








60 










312 


Lys 


Trp 


Met 


Gly 


Met 


lie 


Tyr 


Thr 


Asp 


Thr 


Gly Glu 


Pro 


Ser 


Tyr 


Ala 


313 


65 










70 










75 








80 


315 


Glu 


Glu 


Phe 


Lys 


Gly Arg 


Phe 


Thr 


Phe 


Thr 


Leu Asp 


Thr 


Ser 


Thr 


Asn 


316 










85 










90 








95 




318 


Thr 


Ala 


Tyr 


Met 


Glu 


Leu 


Ser 


Ser 


Leu 


Arg 


Ser Glu 


Asp 


Thr 


Ala 


Val 


319 








100 










105 








110 






321 


Tyr 


Tyr 


Cys 


Val 


Arg 


Phe 


Tyr 


Trp 


Asp 


Tyr 


Phe Asp 


Tyr 


Trp 


Gly 


Gin 


322 






115 










120 








125 








324 


Gly 


Thr 


Leu 


Val 


Thr 


Val 


Ser 


Ser 
















325 




130 










135 



















328 <210> SEQ ID NO: 9 

329 <211> LENGTH: 1182 

330 <212> TYPE: DNA 

331 <213> ORGANISM: Homo sapiens 

333 <220> FEATURE: 

334 <221> NAME /KEY : CDS 

335 <222> LOCATION: (36).. (1169) 
337 <400> SEQUENCE: 9 
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